[lpoTeomMuKa

[lpoTeoMMKka —3TO HayKa,
n3yyvyarouiasa Bce 6enku,
aKcnpeccupyemMbie reHOMOM,
BKIo4Yasa ux abandance,
pacnpeneneHve m
NOCTTPAHCNALMNOHHYIO
MoaunduKkauumio.



bonee 50 000 TbicAAY reHoOB
yenoBe4yeckKoro l’eHoma,
TPaHCININPYyeTCA B COTHU W
TbICAYMN OernKoB, Koraa
BKI1l0OMaeTCcs anbTepHaTUBHbIN
CNMaUCUHT U
NOCTTPaAHCNALMNOHHANA
Mmoaundukauums.



B uenom leHoOM 4YyenoBeka —
HEN3MEHEH.

[lo3TOMYy U3MeHeHue Korun4yecTtBa W
TUNOB OEeNKOB B KfeTKax MOryT
NPUBOAUTbL K CepPbe3HbIM
ApaMaTU4eCKUM N3MEHEHUAM



I POTEOMMUKA cnyxuTt ans

noTeHUuuanbHoOU
naeHTupmnKaumm Mmapkepos
HOBbIX 3ab0oneBaHM,
npenaparTosB



TexHn4yecue npuemMbl, UCNOJIb3yeMble
anga aHanu3sa OHK:

ASO- annenb- cneundpmnyeckmnmn
OJFIUrOHYKIieoTna

ELISA — hepmMeHT- OTMEYEeHHbIN
MMMYHOCOPOEHTOM



ELISA n BectepH- 6510T UCnonb3yroTCA
Ana onpeaeneHnUs YyBCTBUTESIbHOCTHU K
HIV. U3MmepsaroTca Konn4ecTBOM
aHTUTen B obpasue KpoBU NaumeHTa.
[TpoObl NCNONbL3YHTCA KaK NPAMOU
CKPUHUHI-TECT. T.€. OHMN O4Y€eHb
yyBCTBUTESIbHbI. BecTepH- 6noT donee
cneundgunyeH, U 4acTo Ucnosnb3yeTcH
ANA noaATBepPXAeHUs.

PCR —6onee none3Ha B nepBble
HeCKOJIbKO MecsilueB uccriegqoBaHus
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BpoxxaeHHble gedektol O

30 n3 100 n.n, Heobxoanmbix anga OO,
Kogupyrotca ¢ nomowbio MT.OHK.

Opyrue mntox-e 6enkm CUMHTE3NPYIOTCA B
LIMTO30S1€ U TPAHCMNOPTUPYIOTCH B
MUTOXOHAPUU. CKOPOCTL MyTauun B
MutoxoHapuax B 10 pas BbilLe, YEM B

aape.



TKaHW ¢ NoBbILLEHHON NOTPEDHOCTLIO B
AT®- a10 LIHC, ckeneTHble K cepaeyHble
MbILLLIbI, MOYKWN, NeYeHb, Handonee
3aBucAT ot gedektos OO.

ITO MUTOX-€ MMonaTumn, HacneacTseHHas
onTuU4eckKkasa HenponaTug,
rmnepaMmmMoHUeEMUS.
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Remove some of the

patient's blood. Lympho-
cytes are separated from
other cells in the blood) Defective

gene
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Infect the lymphocytes with |
a retrovirus modified to
carry the normal adenosine

deaminase gene.
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and is expressed. Some of
the patient's lymphocytes
now synthesize adenosine
deaminase.

The gene becomes integratedw
into the cell's chromosomes
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Return the cells
to the patient,
and the patient
regains immune
function
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Restriction endonucleases
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DNA fragments must be amplified
to be more useful.
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RNA Structure

]
consists of

; Phosphate in a ml_}ﬂisﬁn_g»
mlc:fe__] diester linkage : of
! J

prodbcing

f Ribonucleotides J
]

polymers of which form
I

e Adenine
e Uracil

e Cytosine
e Guanine

Structural features
include

e Associates

with protein functions as
e Three size
species in
prokaryotes Structural
e Four size component
species in of ribosomes
eukaryotes

Y

Structural features include
Y

Unusual bases
Extensive intra-
chain base-pairing
At least one specific
type of molecule for
each of the twenty
amino acids found in
proteins

e 3'-CCA

functions as

Adaptor molecule
that carries a
specific amino acid

to the ribosome/mRNA

complex

Eukaryotic mRNA

Structural features
include

e 3'-Poly-A "tail" :
functions as

o 5'_"cap" of
7-methyl-
guanosine Y
Template for

protein

synthesis

Eukaryotic Transcription: DNA-Directed RNA Synthesis

requires

Binding of protein
transcription factors
and RNA polymerase
to promoter sites

at the beginning of

a gene

which is facilitated by

Enhancer-binding
transcription factors
bound to enhancer
sequences at sites
far from the gene

Nontemplate

strand\

consists of
!
Elongation Posttranscriptional
> modification
requires requires
for example

Local unwinding
of the DNA helix by
RNA polymerase

followed by
Y

|

A termination signal
sequence

results in

Synthesis of a 5'—3'
RNA transcript coded
for by the DNA template
read in the 3'>5'
direction

RNA polymerase

Release of RNA
polymerase and
newly synthesized
transcript from DNA

3'End of RNA
being elongated

RNA-DNA hybrid helix

Splicing of mMRNA
exons to eliminate
non-coding introns

Cleavage and
trimming of pre-
ribosomal RNAs

Trimming and
base modification
in tRNA

Addition of a 3' poly-A
“tail” and a 5'-7-methyl
guanosine cap to
mRNA.




