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Figure 3. Dimerization/Histidine Phosphotransfer Domain of
ERS1.

(B) Cytokinin-binding pocket of AHK4. Trans-zeatin is represen
violet sticks. Active-site residues are shown as sticks in atomic
(N, blue; O, red; C, green). Water molecules are shown by cyan sf
Hydrogen bonds are shown as yellow dashes.

Figure 8. Cartoon Representation of AHP1, Isolated from Its
Co-crystal Structure with AHKS, PDB: 4EUK.

The structure is colored in a rainbow spectrum from blue (N terminus) to
red (C terminus). The phosphate-accepting histidine residue is repre-
sented in stick form.

Figure 9. Schematic Model of ARR10 DNA-Binding Motif and
DNA Interaction.

The structure of the ARR10 DNA-binding motif (PDB: 1IRZ) iscolored in a
rainbow spectrum from blue (N terminus) to red (C terminus).
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B3anmoaencreme LMTOKUHUHOB C aApyrumm ropmMmoHamu
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dunsmnonornyeckme UUTOKUMHUHOB:

* Ha ypoBHe KNneTKM:

1. KoHTporb kneto4yHoro uukna Ha nepexoge G1-S
2. CTumynsaumsa pasBuUTUA XNOpPonnacToB
3. Ctumynaumnsa TpaHcnopTta NUTaTerbHbIX BELLECTB B
KIETKY

 Ha ypoBHe opraHusma:

1. MNopoepxaHne anukarbHOM MepPUCTEMbI Nobera
2. VITHrMbmnpoBaHue annkanbHOU MEPUCTEMbI KOPHS
3. CHATMe anukanbHOro JOMMHNPOBAHUA
4. 3ameqrieHne ctTapeHus nMIUCTbEB



Pusmnonornvyeckue PyHKUMN LUTOKUNHUHOB:
CTI/IMyJ'IFILI,I/IFI AaerieHN4d KrneTtok
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perynupyroT 3KCnpeccutro
reHoB CycD3 [ KOHTpOnb
nepexopaa G1-S

e LInTOKMHMH-3aBUCHMas
perynauma akcnpeccum
reHoB CycD3 3aBUCUT OT
Hann4na caxapo3bl B cpene
] KoopAUHaUUA pa3BUTUSA
pacTeHMn B 3aBUCUMOCTH OT
HanM4ns NCTOYHUKOB

NnUTaHUA
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LUTOKUHUHbI CTUMYSTUPYIOT
KannycoobpasoBaHue
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dusmonornyeckne PyHKUUN ULMTOKUHNHOB:
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dusnonornyeckne PyHKLMN LUTOKUHUHOB:
CHATMe anukanbHOro AOMUHNPOBAHUA

NMpUYUHLI:
1. AKponeTanbHbIN
TPaHCNOPT UNTOKUHMHOB
(oT KOopHSA K noberam)
2. LUunTOKMHMH-3aBUCUMaA
CTUMYNAUUA anuKarbHbIX
MepucTtem nodera

JOMHHH] VIO LITHH

HUINOKURUABL
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Pusmnonornvyeckne pyHKLUMN ULUTOKUHUHOB:
Ctumynauus passuTtmns noderos in vitro




Pusmnonornvyeckue MyHKUMN LUTOKUHUHOB:
MHrmbupoBaHmne KopHeobpa3loBaHUS

OcyuwecTB- :Ge" |
nsAercs dﬂmmm
yepes |
4 3'1.fL-'mm 37 <4—MP

KOHTpOIb

type aKcnpeccun =5 1 /‘ '\
reHos PIN mﬁ“ BDL SHY2
sion- IIAA12 IAA3

i atipt-1, 3,5, 7 l-'}- (il / *
PIN1:GFP (24 4 PIN2:GFP (48 4 PIN3:GEP (24 4 oIl SCFTR1
1et M ARF
hat auxm AHfi

cytokinin




G1

Differentiation/
Elongation
S
TZ
a5y
.3 ‘;_,
SHY2 =34
IPT7 \l Auxin a1 :i {4 Cell
/ \ ~ ___—PIN 2 l') \ =§ Division
PHE +—. ' 23!
Ty —»RBR —»ARF19 — -8
MIR165A \ /{ W :’= ‘
CCS52A1 —» APC/C . 23

Current Opinion in Plant Biology



dusnonornyeckme hByHKUNN ULUTOKUHNHOB:
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Pusnonornyeckme PyHKUUN LUTOKUHUHOB:
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Pusnonornyeckne (pyHKUMN LUTOKUHUHOB:
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Pusmnonornvyeckue PpyHKUMN LUTOKUHUHOB:
3amMeafieHne ctapeHns NUCTLEB
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dusnonornyeckme PyHKLUUN LUTOKMHNHOB:
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B3anmopgencreBue ropMOHOB B HUTPATHOM NMUTaHUN pPacTeHUM
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MNouBa 6eaHa a3oToM:
MHoro NYK — kopHu pacTtyT
Brny6b 1 BLUMPb
Marno LK — nucTtbeB marno,
OHW BbICTPO CTapetoT.
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