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A concise summary of the three best matches in the sequence database together with the two best matches from
well-studied reference species, showing phylogenetic relationships based on multiple sequence alignment and conserved
protein domains.

—® domestic cat appetite-regulating hormone precursor I
unknown Query: unnamed protein product
Sumatran orangutan _ PRED|CTED: appetite-requlating hormone isoform >0 l
human appetite-regulating hormone isoform 2 preproprotein M |
prepro-des-GIn14-ghrelin — | '
house mouse nnetite-regulating hormone isoform 2 preproprotein D— '
See full multiple alignment Legend
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» NCBIf BLASTI blastp suite Standard Protein BLAST

blastn | blastp @ blastx thlastn | tblastx

BLASTP programs search protein databases using a protein query. more...
Enter Query Sequence proy : 03P ey

Enter accession number(s), gi(s), or FASTA sequencl(s) Y Clear Query subrange &
G33FLYPEHQRVORKESKKP PAKLQPR
From |
To |

Or, upload file 0630p... I ®ain He BbIBpaH.
Job Title |

Enter a descriptive title for your r a t

[ Align two or more sequences &

Choose Search Set

Database L' 9
Organism
optional [rat (taxid-10114) l I Exclude ¥
— b= e e el hinarmial Ao d "::xn ':,f ‘;;‘[:] tUp taxa "n““ be shown ‘!/
» Exclude ™ Models (X3P} I Uncultured/environmental sample sequences
)/ T, &, Optional
%“‘ Entrez O -
G, L el ) | Youllfl§ Create custom database
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/// Enter an Entrez guery to limit search &
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blastn | blastp | blastx | tblastn | tblastx |

Enter Query Sequence

BLASTP programs search protein databases using a protein query. more...

Enter accession number(s), gi(s), or FASTA sequencla(s) (2] Clear Query subrange &
G33FLSPEHQRVQRKESKKPPAKLQPR
From |
To |

Or, upload file 0630p... | Dain He BoIBpaH.
Job Title |

Enter a descriptive title for your C a t

] Align two or more sequences &

Choose Search Set

Database Non-redundant protein sequences (nr) j @

Organism |

optional |cat family (taxid:9681) J [~ Exclude *
Enter organism commaon name, hinomial, or tax@id. Only 20 top taxa will be shown. &)

Exclude I Models (XM#XP) I Uncultured/environmental sample sequences

Optional

W
»-\x Entrez Query | YoullTl Create custom datab
g oullfllld Create custom database

W
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7 F Enter an Ent to lirmit search @
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BLASTP programs search protein databases using a protein query. more...

Enter accession number(s), gi(s), or FASTA sequenc*(s) (2] Clear Query subrange &
G33FLSPEHQRVQRKESKKPPALKLQPR
From |
To |

Or, upload file 0630p... l aiin He BeIBPaH.
Job Title |

Enter a descriptive title for your I I l O n key

] Align two or more sequences &

Choose Search Set

Database j Q

Organism

Optsi’onal [monkey (taxid:9527) ™ Exclude -+
dfeldal=Tali . alab:la aTalaal pizadid. Only 20 top taxa will be shown. &)

Exclude I Models (XM#<P) " Unculturedfenvironmental sample sequences

Optional
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gcctgtgggtceccttgeggtgtagggaacggecectg

acaggagcgtgtcctaccccaggacgcatgcagggecccc
C

atgcaggcagcctgcagaccacactccgcctggecctt
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K p b I& blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blasm&PAGE_TYPE=BlastSearch&LINK_LOC=blasthome c ‘ Q) tiger and termite

< BLAST®
~ Home RecentResults SavedStrategies Help

»NCBI BLAST/ blastn suite h - standard Nucleotide BLAST

__] blastn | blastp | blastx | tblastn | thlastx |

BLASTN programs search nucleotide databases using a nucleotide query. more...
Enter Querv Sequence REDQ 4 AHely

Enter accession number(s), gi(s), or FASTA sequence(s) & Clear Query subrange &

>DAT
T L e LT e e L LU R T s Gl From | |
acaggagcgtgtcct,accccaggacgcatgcagggccccc
atgcaggcagcctgcagaccacactccgcctggcctt TO [ ‘

Or, upload file $ainn He BelbpaH. )

Job Title iDAT

Enter a descriptive title for your BLAST

] Align two or more sequences (?)

Choose Search Set

Database OHuman genomic + transcript OMouse genomi ranscript ® Others (nretc.):
Nuclegtide collection (nr/nt) v|@

Organism |

Gptiona rat (taxid 10114) | | ElExolude CE
{ ] | O Exclude
Enter organism common name, binamial, or tax id. Only 20 top taxa will be shown &)

Exclude L] models %(M!XP) [J Uncuttured/ervironmental sample sequences

Optional

Limit to [ sequences from type material
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 »NCBIBLAST/ blastn suite - standard Nucleotide BLAST

J blastn | blastp | blastx | tblastn | thlastx |

BLASTN programs search nucleotide databases using a nucleotide query. more...

Enter Query Seaience

Enter accession humber(s), gi(s), or FASTA sequence(s) & Clear Query subrange &
>DAT
CIleE A Bl (LA e e T s CEE B (e Gl From | |

ac:aggagc:gtgtc:c:tac:cccaggacgcatgcagggccccc
atgcaggcagcctgcagaccacactccgcctggcctt TO ‘ ‘
|

Or, upload file $ann He BeIbpaH. (%)

Job Title iDAT

Enter a descriptive title for your BLAS

] Align two or more sequences 9

Choose Search Set

Database OHurnan genomic + transcript ge franscript @ Others (nr etc.):
INtcheotide collection (nr/nt) b ‘ Q@
Organism i
Opgom, cat family (taxid:9681) | | OExclude
’ | | [ Exclude
Enter organism common name, binomial, or tax id. Only 20 top taxa will be shown &) [Q
Exclude O Models (xvexP) L Uncuttured/environmental sample sequences
Optional
Limit to [ Sequences from type material
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BLASTN programs search nucleotide databases using a nucleotide query. more...

Enter Query Seaience

Enter accession number(s), gi(s), or FASTA sequence(s) & Clear Query subrange &
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Choose Search Set

Database OHurnan genomic + transcript OMouse genomic + transcript ®Others {nr etc.):
{Wﬁnn (i /nt) v ‘ (%]

Organism |

optional monkey (taxid 9527) I | Osciude (*
| ! | O Exclude
Enter organism common name, binomial, or tax id. Only 20 top taxa will be shown &)

Exclude O Models (xvexP) L Uncuttured/environmental sample sequences

Optional

Limit to [ sequences from type material
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atgcaggcagcctgcagaccacactccgecctggectt. ...
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