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C;,H»04 + 13 H,0 - 12CO, + 48 H" + 48 €~
1202+48H++48e“—>24H20

C,,H,,0,, + 120, - 12 CO, + 11 H,0
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I TU mutoxoHgpum (OXPHOS)

INTERMEMBRANE SPACE

External (rotenone-insensitive)
NAD(P)H dehydrogenases can accept

electrons directly from NAD(P)H
produced in the cytosol.

Inner
membrane

NAD* NADP+

OO

/ Ca2+
NADH NADPH

The ubiquinone (UQ) pool diffuses
freely within the inner membrane and
serves to transfer electrons from the
dehydrogenases to either complex IlI
or the alternative oxidase.

Cytochrome cis a peripheral
protein that transfers electrons
from complex Ill to complex IV.
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