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MeTpukn Knaccuumkauum
1.TOYHOCTb Knaccugukaumu.
2.Jlorapndpmmnyeckasa norteps.
3.INnowaab noa kpmeon ROC.



npUMep pacuyeTa TOUHOCTU Kaaccudunkaumm.

# Cross Validation Classification Accuracy

import pandas

from sklearn import model selecticn

from sklearn.linear model import LogisticRegression

url = "https://raw.githubusercontent.com/jbrownlee/Datasets/master/pima-indians-diabetes.data.csv"

names = ['preg', 'plas', 'pres', 'skin', 'test', 'mass', 'pedi', '"age', 'class']
dataframe = pandas.read csv(url, names=names)

array = dataframe.values
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model selection.KFold(n_splits=10, random state=seed)

model = LogisticRegression!)

scoring "zccuracy'
results = model selection.creoss_val_scere(medel, X, ¥, cv=kfold, scoring=scoring)

print {"Accuracy: %.3f (%.3£)") % (results.mean(), results.std(})
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Eccuracy: 0.770 (0.048)



2. llorapudpmunyeckasa noreps

Cross Validation Classification Logless
impert pandas
from sklearn import model selecticn
from sklearn.linear model import LogisticRegression
url = "https://raw.githubusercontent.com/jbrownlee/Datasets/master/pima-indians-diabetes.data.csv"

names = ['preg', 'plas’', 'pres', 'skin', 'test', 'mass', 'pedi’,

age', 'clzss"]

dataframe = pandas.read csv(url, names=names)

"~
LAl
0
[
o
l}

model selection.KFold(n splits=1l0, random state=seed)

model = LogisticRegression()

scoxing = 'neg_log_loss
results = model selecticn.cress _val score{medel, X, Y, cv=kfold, scoring=scoring)

print{"Logloss: %.3f (%.3f)") % (results.mean(), results.std()|]

MeHbuwas logloss nyuwe c 0, npeactasnatowmm naeanoHyro logloss. Kak ynomMmnHanoch Bbille, Mepa UHBEPTUpPYETCH, UTobbl
BbITb BOCXOARLLER NPY UCNONb30BaHUNCross_val_score (JOYHKUMS.

Logloss: -0.453 (0.047)



3. NMnowaab noa kpusou ROC

[MpvBeAeHHbIW HUXE NpUMep AeMoHCTpupyeT pacueT AUC.

# Cross Validation Classification ROC AUC

from sklearn import model selecticn

from sklearn.linear model import LogisticRegression

url = "https://raw.githubusercontent.com/jbrownlee/Datasets/master/pima-indians-diabetes.data.csv"

preg', 'plas', 'pres', 'skin', 'test', 'mass' 'vedi', '"age', 'class']
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kfold = model selection.KFoldin splits=10, random state=seed)

model = LogisticRegression()
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‘roc_auc’
results = model selection.cross_val score(medel, X, Y, cv=kield, scoring=scoring)

print ("AUC: %.3f (%.3£)") % (results.mean(), results.std())
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Bbl moxeTe BuaeTh, uto AUC oTHOoCuTenbHO 6am3ok k 1 u Bonbwe 0,5, UTO rOBOPUT O HEKOTOPOM YMEHUM NPEeACKa3blBaTb.



MeTpuKku perpeccum
1.CpeaHsasa AbcontoTHaa Owwmnbka.

2.CpeaHsas kBagpaTuyHas owmnobka
3.R 2.



1. CpegHsaa abcontoTHasa owndka (mnun MAE)

B NPUBEAEHHOM HWXE NPpUMEPE NOKa3aHO BbIUNCAEHNE cpeAHeﬁ abcontoTHOM owKnbkK No Ha6opy LeH Ha Xunbe B bocToHe.
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# Cross Vzlidation Regression MRE

from sklearn import model selecticn
from sklezrn.linear model import LinearRegression
"

url = "https://raw.githubusercontent.com/jbrownlee/Datasets/master/housing.data

names = ['CRIM', 'ZN', 'INDUS', 'CH2S', °'NOX', 'RM', 'AGE', 'DIS', 'RAD’, 'TaX', 'PTRATIO', 'B', 'LSTAT', 'MEDV']
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andas.read csv(url, delim whitespace=True, names=names)

kfold = model selection.KFold(n_splits=10, random state=seed)
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LinearRegression()
scoxring = "neg _mean absclute_errox'
results = model selecticn.cross_val scere(medel, X, Y, cv=kfold, scoring=scoring)

print ("MRE: %_.3f (%.3£]") & (results.mean(), results.std(})

3HaueHue 0 ykasbiBaeT Ha OTCyTCTBME OWMBOK MK TouHbIX NporHo3os. Kak logloss, sta meTpuka
nHBepTUpyeTcacross_val_score ()dyHKUMA.

MRE: -4.005 (2.084)



2. CpegHAaa kBagpaTmnyeckas onbka (mnum

m asse=\

anBeﬂeHHblﬁ HWXE NPpUMEDP AEMOHCTPUPYET PaCueET CPEAHEIO KBaapaTta ownbxu.

names = ['CRIM', 'ZN"', 'INDUS', 'CHaS', 'NOX', 'RM', 'AGE', 'DIS', 'RaAD’', 'TaX', 'PTRATIO', 'B', 'LSTAT', 'MEIN']

dataframe = pandas.read csviurl, delim whitespace=True, names=names
array = dataframe.values

X = array[:,0:13]

Y = arrayl[:,13]

kfold = model selection.KFold(n_ splits=10, random state=seed)
model = LinearRegression()
scoring = 'neg_mean squared errxor
results = model selecticn.cress _val scere(medel, X, ¥, cv=kfold, scoring=scoring)

print ("MSE: %.3f (%.3£)") % (results.mean(}, results.std(})

3Ta MeTpuKa TOXe UHBEPTUPOBAaHa, Tak UTo pe3syabTaThl pacTyT. He 3abyabTe B3aTb abcontoTHOE 3HaueHWe nepea
noAyUueHWeM KBaApaTHOrO KOPHSA, eC/In Bbl 3auHTEpecoBaHbl B pacuete RMSE.
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3. R" 2 MeTpukKka
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# Cross Validation Regression R~2

impert pand

m
n

from sklearn import model selecticn
from sklearn.linear model import LinearRegression

url = "https://raw.githubusercontent.com/jbrownlee/Datasets/master/heusing.data”
names = ['CRIM', 'ZN', 'INDUS', 'CHAS', "NOX', 'RM', '"AGE', 'DIS', 'RAD', 'TAX', 'PTRATIO', 'B', 'LSTAT', 'MEINV']

dataframe = pandas.read csv(url, delim whitespace=

kfold = model selection.KFold(n_splits=10, random state=seed)

model = LinearRegression()
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scoxing = "r2

r

model selecticn.cress_val score(medel, X, ¥, cv=kfold, scoring=scoring)
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print("R~2: %.3f (%.3£}") % (results.mean(}, results.std(})

Bbl MOXeTe BUAETb, UTO NPOrHO3bI MJIOXO COOTBETCTBYHOT PaKTUUECKMM 3HAUSHUAM CO 3HaueHueMm, BAN3KUM K HYAH U
MeHbL KM, uem 0,5.

bS]

»
[¥)
o
o
L)
)
©
o
W
It



